Nucleotid e and Amino Acid Sequences of Rat HICP 



GACGCTTCTG ATCTCCAGAG GACCCTGGGG TGGGACAGGG GCCTTGGCAA GGCTGCAGCC 60 

GCTGGGCAGT GGCTTGGAAT GGAGGTCTTT ATTACTGGGA ACTGAGGAGC TAAGAGGCTC 12 0 

CTGTCAGCTT GTCCTAAAGT CTTAGCACTT GTGGTGGCTT GGGCTTCACA CACTGTCAGA 18 0 

CACCTTCGTG GTGGCCTCCA CGGCCTCACC TTCAGGTTTG AAGCTGGCTC CACAAGGGAC 24 0 

ACGGTGAC ATG AGG GGC AGC CCA CTG ATC CAT CTT CTG GCC ACT TCC TTC 2 90 

Met Arg Gly Ser Pro Leu He His Leu Leu Ala Thr Ser Phe 
15 10 

CTC TGC CTT CTC TCA ATG GTG TGT GCC CAG CTG TGC CGG ACA CCC TGT 338 
Leu Cys Leu Leu Ser Met Val Cys Ala Gin Leu Cys Arg Thr Pro Cys 
15 20 25 ' 30 



ACC TGT CCT TGG ACA CCA CCC CAG TGC CCA CAG GGG GTA CCC CTG GTG 
Thr Cys Pro Trp Thr Pro Pro Gin Cys Pro Gin Gly Val Pro Leu Val 
35 40 45 

CTG GAT GGC TGT GGC TGC TGT AAA GTG TGT GCA CGG AGG CTG GGG GAG 
Leu Asp Gly Cys Gly Cys Cys Lys Val Cys Ala Arg Arg Leu Gly Glu 
50 55 60 



CAG CCT GGG GCA GGC CCT GGC GGC CAT GGG GCT GTG TGT CTC TTG GAT 

Gin Pro Gly Ala Gly Pro Gly Gly His Gly Ala Val Cys Leu Leu Asp 
80 85 90 

GAG GAT GAC GGT AGC TGT GAG GTG AAT GGC CGC AGG TAC CTG GAT GGA 

Glu Asp Asp Gly Ser Cys Glu Val Asn Gly Arg Arg Tyr Leu Asp Gly 

95 100 ' 105 110 

GAG ACC TTT AAA CCC AAT TGC AGG GTC CTG TGC CGC TGT GAT GAC GGT 

Glu Thr Phe Lys Pro Asn Cys Arg Val Leu Cys Arg Cys Asp Asp Gly 

115 120 125 



TGG GAC TGC CCA CGC CCC AAG AGA ATA CAG GTG CCA GGA AAG TGC TGC 
Trp Asp Cys Pro Arg Pro Lys Arg He Gin Val Pro Gly Lys Cys Cys 
145 150 155 

CCC GAG TTG GTA TGT GAC CAG GGA GTG ACA CCG GCG ATC CAG CGC TCC 
Pro Glu Trp Val Cys Asp Gin Gly Val Thr Pro Ala He Gin Arg Ser 
16° 165 170 

ACG GCG CAA GGA CAC CAA CTT TCT GCC CTT GTC ACT CCT GCC TCT GCT 
Thr Ala Gin Gly His Gin Leu Ser Ala Leu Val Thr Pro Ala Ser Ala 
175 180 185 190 

GAT GCT CCT TGT CCA AAT TGG AGC ACA GCC TGG GGC CCC TGC TCA ACC 



386 



434 



TCC TGC GAC CAC CTG CAT GTC TGC GAC CCC AGC CAG GGC CTG GTT TGT 482 
Ser Cys Asp His Leu His Val Cys Asp Pro Ser Gin Gly Leu Val Cys 
65 70 75 



530 



578 



626 



GGC TTC ACC TGC CTG CCG CTG TGC AGT GAG GAT GTG CGG CTG CCC AGC 6 74 

Gly Phe Thr Cys Leu Pro Leu Cys Ser Glu Asp Val Arg Leu Pro Ser 
!30 135 140 



722 



770 



818 



866 



FIGURE 1 



Asp Ala Pro Cys Pro Asn Trp Ser Thr Ala Trp Gly Pro Cys Ser Thr 
195 200 205 

ACC TGT GGG CTG GGC ATA GCC ACC CGA GTG TCC AAC CAG AAC CGA TTC 914 
Thr Cys Gly Leu Gly He Ala Thr Arg Val Ser Asn Gin Asn Arg Phe 
210 215 220 

TGC CAA CTG GAG ATC CAA CGC CGC CTG TGT CTG CCC AGA CCC TGC CTG 962 
Cys Gin Leu Glu He Gin Arg Arg Leu Cys Leu Pro Arg Pro Cys Leu 
225 230 235 

GCA GCC AGG AGC CAC AGC TCA TGG AAC AGT GCT TTC TAAGGCCAAC 10 08 
Ala Ala Arg Ser His Ser Ser Trp Asn Ser Ala Phe 
240 245 250 

TGGGGATGCG GATACAGGGC CTGCCATCCT CAGCAAATGA CCCTAGGACC AGGCCCTGGA 1068 

CTGCTGGTAG ATGCTCTTCT CCATGCTCTT GGCTGCAGTT AACTGTCCTG CTTGGATTCA 1128 

CTGTGTAGAG CCACTGAGCG ATCCCTGCTC TGTCTGAGGT AGGCGGAGCA GGTGACCAGC 118 8 

TCCAGTTCTC TGGTTCAGCC TGGAATTCTG GGTTCTCCTG GCTCATTCCT CAAAACATCC 1248 

CTGTACAAAA AGGACAACCA AAAAGACCTT TAAACCTAGG CTATACTGGG CAAACCTGGC 13 08 

CACCGTGCTG GGGATAAGGT CAATGTTAGG ACCAGACAGC AGATTGCCTG AAACTTCCAA 13 6 8 

TTCCCTTCTT GGACTTCTGT ATGCTTGTCC CCAAAGATGA TGAATGAACT CGTAAGTGTA 142 8 

CCTTCCCTGA CCTGAGAACA CCCTGCCTGC TCGGGAAGTA TTCAGGGGCA GAATTCTCTG 148 8 

TGAACATGAA GAGATGAATC ACACTGTCCT TAAGAAATTC CTGAAAGTCC AGGAACTTGA 154 8 

GCTTTGTATT TT C AGGAATG CACATCTCTT AAGCACTCGC AAAACAGGAA GGCTCCACAC 16 08 

CTCTGGCAGG CCAGGGCCTT TCTCTTCAGC ATGAGAAAGA CAAGGGACAG CAGAGTACTC 166 8 

TCCTCTGGAG GACTAGTCTA GCCTAGAATA AAC ACC C AAA 17 0 8 



FIGURE 1 (Continued) 



Nucl eotide Sequence Encoding Mature HICP and the Amino Acid Sequence of Mature 

HICP 



CAG CTG TGC CGG ACA CCC TGT ACC TGT CCT TGG ACA CCA CCC CAG TGC 4 8 

Gin Leu Cys Arg Thr Pro Cys Thr Cys Pro Trp Thr Pro Pro Gin Cys 
1 5 10 15 

CCA CAG GGG GTA CCC CTG GTG CTG GAT GGC TGT GGC TGC TGT AAA GTG 96 
Pro Gin Gly Val Pro Leu Val Leu Asp Gly Cys Gly Cys Cys Lys Val 
20 25 ' 30 

TGT GCA CGG AGG CTG GGG GAG TCC TGC GAC CAC CTG CAT GTC TGC GAC 144 
Cys Ala Arg Arg Leu Gly Glu Ser Cys Asp His Leu His Val Cys Asp 
3 5 4 0 45 

CCC AGC CAG GGC CTG GTT TGT CAG CCT GGG GCA GGC CCT GGC GGC CAT 192 
Pro Ser Gin Gly Leu Val Cys Gin Pro Gly Ala Gly Pro Gly Gly His 
50 55 60 

GGG GCT GTG TGT CTC TTG GAT GAG GAT GAC GGT AGC TGT GAG GTG AAT 240 
Gly Ala Val Cys Leu Leu Asp Glu Asp Asp Gly Ser Cys Glu Val Asn 
65 70 75 80 

GGC CGC AGG TAC CTG GAT GGA GAG ACC TTT AAA CCC AAT TGC AGG GTC 288 
Gly Arg Arg Tyr Leu Asp Gly Glu Thr Phe Lys Pro Asn Cys Arg Val 
85 90 95 

CTG TGC CGC TGT GAT GAC GGT GGC TTC ACC TGC CTG CCG CTG TGC AGT 3 36 

Leu Cys Arg Cys Asp Asp Gly Gly Phe Thr Cys Leu Pro Leu Cys Ser 
100 105 110 

GAG GAT GTG CGG CTG CCC AGC TGG GAC TGC CCA CGC CCC AAG AGA ATA 3 84 

Glu Asp Val Arg Leu Pro Ser Trp Asp Cys Pro Arg Pro Lys Arg lie 
H5 120 125 

CAG GTG CCA GGA AAG TGC TGC CCC GAG TGG GTA TGT GAC CAG GGA GTG 4 32 

Gin Val Pro Gly Lys Cys Cys Pro Glu Trp Val Cys Asp Gin Gly Val 
130 135 140 



ACA CCG GCG ATC CAG CGC TCC ACG GCG CAA GGA CAC CAA CTT TCT GCC 
Thr Pro Ala He Gin Arg Ser Thr Ala Gin Gly His Gin Leu Ser Ala 
145 150 155 160 



480 



CTT GTC ACT CCT GCC TCT GCT GAT GCT CCT TGT CCA AAT TGG AGC ACA 52 8 

Leu Val Thr Pro Ala Ser Ala Asp Ala Pro Cys Pro Asn Trp Ser Thr 
165 170 175 

GCC TGG GGC CCC TGC TCA ACC ACC TGT GGG CTG GGC ATA GCC ACC CGA 5 76 

Ala Trp Gly Pro Cys Ser Thr Thr Cys Gly Leu Gly He Ala Thr Arg 

180 185 190 

GTG TCC AAC CAG AAC CGA TTC TGC CAA CTG GAG ATC CAA CGC CGC CTG 62 4 

Val Ser Asn Gin Asn Arg Phe Cys Gin Leu Glu He Gin Arg Arg Leu 

195 200 205 

TGT CTG CCC AGA CCC TGC CTG GCA GCC AGG AGC CAC AGC TCA TGG AAC 6 72 

Cys Leu Pro Arg Pro Cys Leu Ala Ala Arg Ser His Ser Ser Trp Asn 

210 215 220 



FIGURE 2 



AGT GCT TTC 681 

Ser Ala Phe 
225 



FIGURE 2 (Continued) 
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Northern Blot Analysis of HICP Expression in Rat Aorta Smooth Muscle Cells 
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FIGURE 4 



DiVA Synthesis in Rat Aorta Smooth Muscle Cells 
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FIGURE 5 



